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II-81
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p15 Epitope 5-6
Epitope 5 REETTTPS?
Epitope 6 ESFRSGVETTTPPQK

CONSENSUS-B esfrfgeetttpsqK

CONSENSUS-A -i-gm---i-?spp-
U455 -I-GM--KM-.SPA-
92UG037 -I-GMR--IV.SPP-
BZ126B -----E-.--.SAP-
VI59 -IL-IRK-M-.SPP-
VI310 ---GM--DI-.S---
VI57 -L-GM---IA.SPP-
K112 -I-GM---MA.SPP-
K88 -ICGM---IA.SPP-
K29 -I-GM---I-.SPP-
K7 -I--IE--IA.SPP-
K98 -I-GM---I-.SPP-
K89 -ICGM---IA.SPS-
VI32 -I-GM---IA.SPP-
VI415 -IVGM-G-I..SPP-
CI4 -LLGM---I-.S-P-
LBV23 MI-GM---I-.SPP-
TN243 -DWGR-----.SLL-
TN245 -NWGM---I-.SLL-
AE_CM240 -NWGM---I-GEEIT
CI20 ---GMR--I-.S-P-
CI59 -N-GME-QI-.S-P-
LBV2310 ---GM---I-.S-P-
CI51 ---GL---I-.S-LQ
IC144 ---GME-K--.S-PQ
DJ258 ---GM---I-.SPP-
CM238 -NWGM---I-.SLL-
UG266 -IL-MK--M-.SPP-
Q23 -TCGM----V.SPL-

CONSENSUS-B ---------------
C18MBC ---------------
HXB2R ----S-V-----P--
LAI-LW123 ----S-V-----P--
AD8 ---------------
WR27 ------x--------
SF2 --------K------
BZ167 -I-------------
PH153 -----R------P--
PH136 ---------------
TB132 ---------------
BZ190 ---------------
LAI ----S-V--------
MN ------------YQK
JH31 ---------------
JRCSF ---------A---QK
JRFL K--------A-----
OYI ---G--------P--
NY5CG ---------------
NL43 ---------------
CDC41 ------D--------
HAN -------A-A.----
CAM1 --------K------
RF ----------.----
D31 ---------A--F--
UG280 -----V---------
YU2 --V------------
YU10 --V------------
BCSG3C ------------P--
P896 ---------------
GAG46 ---------M--P--
MANC ------------A--
GAG314 ---------------
WEAU160 -----R---------
4-7 --------A--SP--
I07979 --------K------
3202A12 ---------------
3202A21 ---------------

CONSENSUS-C -----?----?-ap-
ETH2220 -----.--A-.--P-
92BR025 -------------R-
UG268 -----.-G--.-PP-
SM145 -----.----.-AP-

CONSENSUS-C -----?----?-ap-

ZAM18 -----.----.-APN
ZAM19 -----.----.xAPN
ZAM20 -----.----.-AP-
DJ259 ---G-.--P-.-P--
VI313 -----.----.--P-

CONSENSUS-D ---G----i-.----
84ZR085 -#-G----I-.----
94UG114.1 -I-GL---I-.-P--
ELI ---G----I-.----
Z2Z6 ---G----I-.----
NDK ---G----I-.----
VI205 K--G----I-.----
G109 ---G----M-.-P--
K31 ---G----I-.----
UG274 ---G---KI-.----
UG270 ---G----I-.----
SE365 ---G------.----
VI203 ---G----KA.--A-

CONSENSUS-F ---g----i-.--P-
93BR020.1 ----------.--P-
VI174 ---G----I-.--P-
VI69 ---G-R--I-.--P-
BZ162 ---G-R--IN.--P-
VI325 -N-G----I-.--PR

CONSENSUS-G ---G----IA.--p-
92NG083 ---G----IA.--P-
93NG003 ---G----IA.--L-
LBV217 --LG----IA.--P-

CONSENSUS-H ---G----M-.--P-
VI525 ---G----M-.--P-
VI557 ---G----M-.-PP-
90CR056 ---G----M-.--P-

CONSENSUS-O -.....-?VK.?QEN
ANT70 -.....--VK.GQEN
MVP5180 -.....-AVK.EQEN

CONSENSUS-CPZ -?Y??Q--?K.???-
CPZGAB --YGYQ--EK.SQE-
CPZANT -IY..Q--HK.RT--

Pol Epitope 1
Epitope 1 EICTEMEKEGKISKIGP

CONSENSUS-B EICTemEKeGKiskiGP

CONSENSUS-A ---??--?--?------
92UG037 ---AD--R--R------
U455 ---N-------------
Q23 -----------------
92UG059 ---K--------T----
92UG031 ----D------------
92RW008 ---S---------R---
92RW016 ----D--------R---
92UG035 ---R-------------
92TH003 ---K---E---------
92TH021 ---K---E---------
92TH007 ---K---E---------
92TH009 ---K---E---------
92TH011 ---K---E---------
92TH015 ---K---E---------
92TH018 ---K---E---------
92TH023 ---K---E---------
92TH019 ---K---E---------
92TH005 ---K---E---------
92TH020 ---K---E---------
92TH022 ---K---E---------
92TH024 ---K---E---------

CONSENSUS-B -----------------
SF2 -----------------
LAI -----------------
HXB2R -----------------
NL43 -----------------
NY5CG -----------------
LW123 -----------------
MN -----------------
JRCSF -----------------
JRFL -----------------
OYI --------------V--
CAM1 -----------------
HAN -----------------
D31 -----------------
RF -----------------
YU2 -----------------
YU10 -----------------
BCSG3C -----------------
P896 -----------------
3202A12 -----------------
3202A21 -----------------
MANC -----------------
C18MBC -----------------
WR27 -----------VT----
AD8 -------------R---
WEAU160 -----------------
92BR017 --------------#--
92BR018 -----------------
92BR020 -----------------
92BR004 -----------------
92BR028 -----------------
92BR003 -----------------
92BR021 -------------R---
92BR024 -----------------
92BR030 -----------------
92BR026 -----------------
92BR019 -----------------

CONSENSUS-C A--d--------t----
92BR025 A--D---R----T----
ETH2220 A--E---Q-----R---
92RW026 ---R#------------
92BR023 A--D--------T----

CONSENSUS-D -------------r---
ELI ----D--------R---
Z2Z6 -------------RV--
NDK -------------R---
94UG114.1 ---S-L-----------
92UG001 ---AD--------R---
92UG038 -------R---------
92UG021 -------------R---
92UG024 -----------#-R---
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CONSENSUS-D -------------r---

92UG046 ----D-------TR---
92UG067 -----------------
92UG065 K------------R---
92UG070 ---S---------R---
92UG053 -----------------

CONSENSUS-F ---M-------------
93BR020.1 ---M-------------

CONSENSUS-G ---?d------------
AG_92NG083 ---KD------------
AG_93NG003 ----D------------

CONSENSUS-H -------------R---
90CR056 -------------R---

CONSENSUS-O A--Q---Q-----R---
ANT70 A--Q---Q-----R---
MVP5180 A--Q---Q-----R---

CONSENSUS-CPZ ---???-?-?---?---
CPZGAB ---Q-------------
CPZANT ---DKL-A-N---R---

Pol Epitope 2
Epitope 2 TEMEKEGKISKIGPE

CONSENSUS-B TemEKeGKiskiGPE

CONSENSUS-A ??--?--?-------
92UG037 AD--R--R-------
U455 N--------------
Q23 ---------------
92UG059 K--------T-----
92UG031 -D-------------
92RW008 S---------R----
92RW016 -D--------R----
92UG035 R--------------
92TH003 K---E----------
92TH021 K---E----------
92TH007 K---E----------
92TH009 K---E----------
92TH011 K---E----------
92TH015 K---E----------
92TH018 K---E----------
92TH023 K---E----------
92TH019 K---E----------
92TH005 K---E----------
92TH020 K---E----------
92TH022 K---E----------
92TH024 K---E----------

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG ---------------
LW123 ---------------
MN ---------------
JRCSF ---------------
JRFL ---------------
OYI -----------V---
CAM1 ---------------
HAN ---------------
D31 ---------------
RF ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ---------------
3202A12 ---------------
3202A21 ---------------
MANC ---------------
C18MBC ---------------
WR27 --------VT-----
AD8 ----------R----
WEAU160 ---------------
92BR017 -----------#---
92BR018 ---------------
92BR020 ---------------
92BR004 ---------------
92BR028 ---------------
92BR003 ---------------
92BR021 ----------R----
92BR024 ---------------
92BR030 ---------------
92BR026 ---------------
92BR019 ---------------

CONSENSUS-C d--------t-----
92BR025 D---R----T-----
ETH2220 E---Q-----R----
92RW026 R#-------------
92BR023 D--------T-----

CONSENSUS-D ----------r----
ELI -D--------R----
Z2Z6 ----------RV---
NDK ----------R----
94UG114.1 S-L------------
92UG001 AD--------R----
92UG038 ----R----------
92UG021 ----------R----
92UG024 --------#-R----

CONSENSUS-D ----------r----

92UG046 -D-------TR----
92UG067 ---------------
92UG065 ----------R----
92UG070 S---------R----
92UG053 ---------------

CONSENSUS-F M--------------
93BR020.1 M--------------

CONSENSUS-G ?d-------------
AG_92NG083 KD-------------
AG_93NG003 -D-------------

CONSENSUS-H ----------R----
90CR056 ----------R----

CONSENSUS-O Q---Q-----R----
ANT70 Q---Q-----R----
MVP5180 Q---Q-----R----

CONSENSUS-CPZ ???-?-?---?---?
CPZGAB Q--------------
CPZANT DKL-A-N---R---D
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Pol Epitope 3
Epitope 3 IGQHRTKIEELRQHL

CONSENSUS-B IgQHRtKIEeLRqhL

CONSENSUS-A -----?------?--
92UG037 ------------E--
U455 -----A------A--
Q23 -----A------A--
92UG059 -----A------A--
92UG031 -----A------G--
92RW008 -----A------A--
92RW016 ------------A--
92UG035 -------V-#--A--
92TH003 ------------A--
92TH021 ------------A--
92TH007 ------------A--
92TH009 ------------A--
92TH011 ------------A--
92TH015 ------------A--
92TH018 ------------A--
92TH023 ------------A--
92TH019 ------------A--
92TH005 ------------A--
92TH020 ------------A--
92TH022 ------------A--
92TH024 ------------A-#

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG ---------------
LW123 ---------------
MN -----A------R--
JRCSF ---------------
JRFL -----A---------
OYI ---------------
CAM1 ---------------
HAN -E-------------
D31 ---------------
RF -----I------E--
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 -----A---D-----
3202A12 ---------------
3202A21 ---------------
MANC -------------Y-
C18MBC -----I---------
WR27 ---------------
AD8 ---------------
WEAU160 ---------------
92BR017 ------------A--
92BR018 ------------A--
92BR020 ------------A--
92BR004 ------------K--
92BR028 --K------------
92BR003 --L----V-------
92BR021 -------V-------
92BR024 -------V-------
92BR030 ---------------
92BR026 -------V----E--
92BR019 ---------------

CONSENSUS-C -----a------e--
92BR025 -----A------E--
ETH2220 -----AP-----E--
92RW026 -----A------G--
92BR023 -----A------E--

CONSENSUS-D ------------e--
ELI ---------K--E--
Z2Z6 ------------E--
NDK ------------E--
94UG114.1 -----I------G--
92UG001 --------D---E--
92UG038 ------------E--
92UG021 ------------E--
92UG024 -----I------E--

CONSENSUS-D ------------e--

92UG046 -----I------E--
92UG067 -----I------G--
92UG065 -----I------G--
92UG070 ------------K--
92UG053 -----L------G--

CONSENSUS-F ------------E--
93BR020.1 ------------E--

CONSENSUS-G -----A------e--
AG_92NG083 -----A------E--
AG_93NG003 T----A------N--

CONSENSUS-H -----A------A--
90CR056 -----A------A--

CONSENSUS-O L?E--KR?-L--E--
ANT70 LTE--KR--L--E--
MVP5180 LAE--KRV-L--E--

CONSENSUS-CPZ -??--???-?-----
CPZGAB -D---K-V-------
CPZANT -TA--EM--K-----

Pol Epitope 4
Epitope 4 GQHRTKIEELRQHLLRWGLT

CONSENSUS-B gQHRtKIEeLRqhLlrwGft

CONSENSUS-A ----?------?---?---?
92UG037 -----------E---K----
U455 ----A------A---S---I
Q23 ----A------A---S-#LI
92UG059 ----A------A--------
92UG031 ----A------G---S--L-
92RW008 ----A------A---S----
92RW016 -----------A---S----
92UG035 ------V-#--A-------A
92TH003 -----------A---S----
92TH021 -----------A---S----
92TH007 -----------A---S----
92TH009 -----------A---S----
92TH011 -----------A---S----
92TH015 -----------A---S----
92TH018 -----------A---S----
92TH023 -----------A---S----
92TH019 -----------A---S----
92TH005 -----------A---S----
92TH020 -----------A---S----
92TH022 -----------A---S----
92TH024 -----------A-#-S----

CONSENSUS-B --------------------
SF2 --------------------
LAI ------------------L-
HXB2R ------------------L-
NL43 --------------------
NY5CG --------------------
LW123 ------------------L-
MN ----A------R--------
JRCSF ---------------K----
JRFL ----A---------------
OYI --------------------
CAM1 ------------------L-
HAN E--------------K----
D31 --------------------
RF ----I------E---K----
YU2 --------------------
YU10 --------------------
BCSG3C --------------------
P896 ----A---D------K----
3202A12 --------------------
3202A21 --------------------
MANC ------------Y--K----
C18MBC ----I----------K----
WR27 --------------------
AD8 --------------------
WEAU160 --------------------
92BR017 -----------A--#K----
92BR018 -----------A---K----
92BR020 -----------A---E----
92BR004 -----------K--------
92BR028 -K------------------
92BR003 -L----V-----------L-
92BR021 ------V-------------
92BR024 ------V--------K----
92BR030 --------------------
92BR026 ------V----E------L-
92BR019 -------------------D

CONSENSUS-C ----a------e---k----
92BR025 ----A------E---K----
ETH2220 ----AP-----E---K----
92RW026 ----A------G---K----
92BR023 ----A------E---K----

CONSENSUS-D -----------e--------
ELI --------K--E--------
Z2Z6 -----------E--------
NDK -----------E--------
94UG114.1 ----I------G---K----
92UG001 -------D---E--------
92UG038 -----------E---K----
92UG021 -----------E---K----
92UG024 ----I------E---K----
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CONSENSUS-D -----------e--------

92UG046 ----I------E---K----
92UG067 ----I------G---K----
92UG065 ----I------G---K----
92UG070 -----------K---K----
92UG053 ----L------G---K----

CONSENSUS-F -----------E---K--L-
93BR020.1 -----------E---K--L-

CONSENSUS-G ----A------e---k--l-
AG_92NG083 ----A------E---K--L-
AG_93NG003 ----A------N--------

CONSENSUS-H ----A------A---K----
90CR056 ----A------A---K----

CONSENSUS-O ?E--KR?-L--E--YQ----
ANT70 TE--KR--L--E--YQ----
MVP5180 AE--KRV-L--E--YQ----

CONSENSUS-CPZ ??--???-?-----??--??
CPZGAB D---K-V--------K----
CPZANT TA--EM--K-----QV--LE

Pol Epitope 5-6
Epitope 5 KDSWTWNDIQKLVGK
Epitope 6 SSTVNDIQKLV
(DR5(11.01))

CONSENSUS-B kdSWTVNDIqKLVGK

CONSENSUS-A -?-------------
92UG037 -E-------------
U455 ---------------
Q23 ---------------
92UG059 ---------------
92UG031 -EH------------
92RW008 --P------------
92RW016 ---------------
92UG035 ---------------
92TH003 ---------------
92TH021 ---------------
92TH007 ---------------
92TH009 ---------------
92TH011 ---------------
92TH015 ---------------
92TH018 ---------------
92TH023 ---------------
92TH019 ---------------
92TH005 ---------------
92TH020 ---------------
92TH022 ---------------
92TH024 ---------------

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG ---------------
LW123 ---------------
MN ---------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
CAM1 ---------------
HAN ---------------
D31 ---------------
RF ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ---------------
3202A12 ---------------
3202A21 ---------------
MANC ---------------
C18MBC ---------------
WR27 ---------------
AD8 ---------------
WEAU160 -E-------------
92BR017 ---------------
92BR018 --#------------
92BR020 ---------------
92BR004 ---------------
92BR028 ---------------
92BR003 ---------------
92BR021 ---------------
92BR024 ---------------
92BR030 ---------------
92BR026 ---------------
92BR019 ---------------

CONSENSUS-C ---------------
92BR025 ---------------
ETH2220 ---------------
92RW026 ---------------
92BR023 ---------------

CONSENSUS-D -E-------------
ELI -E--------N--ER
Z2Z6 -E-------------
NDK -E-------------
94UG114.1 -E-------------
92UG001 -E-------------
92UG038 -E-------------

CONSENSUS-D -E-------------

92UG021 -E-------------
92UG024 -E-------------
92UG046 -E-------------
92UG067 -E-------------
92UG065 -E-------------
92UG070 #E-------------
92UG053 -E-------------

CONSENSUS-F ---------------
93BR020.1 ---------------

CONSENSUS-G -E?------------
AG_92NG083 -ED------------
AG_93NG003 -E-------------

CONSENSUS-H ---------------
90CR056 ---------------

CONSENSUS-O -?V---------?--
ANT70 --V---------I--
MVP5180 -EV------------

CONSENSUS-CPZ ???---------?--
CPZGAB -EV---------I--
CPZANT P-D------------



    

HIV Helper T-cell Epitopes

II-85
DEC 97

Pol Epitope 7
Epitope 7 QKLWGKLNWASQIYP

CONSENSUS-B qKLVGKLNWaSQIYa

CONSENSUS-A ---------------
92UG037 ---------------
U455 ---------------
Q23 ---------------
92UG059 ---------------
92UG031 ---------------
92RW008 --------------P
92RW016 ---------------
92UG035 --------------P
92TH003 ---------------
92TH021 ---------------
92TH007 ---------------
92TH009 ---------------
92TH011 ---------------
92TH015 ---------------
92TH018 ---------------
92TH023 ---------------
92TH019 ---------------
92TH005 ---------------
92TH020 ---------------
92TH022 ---------------
92TH024 ---------------

CONSENSUS-B ---------------
SF2 ---------------
LAI --------------P
HXB2R --------------P
NL43 ---------------
NY5CG ---------------
LW123 --------------P
MN ---------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
CAM1 ---------------
HAN ---------------
D31 ---------------
RF ---------------
YU2 ---------------
YU10 ---------------
BCSG3C --------------S
P896 ---------------
3202A12 ---------------
3202A21 ---------------
MANC --------------P
C18MBC --------------P
WR27 ---------P-----
AD8 ---------------
WEAU160 ---------------
92BR017 ---------------
92BR018 ---------------
92BR020 ---------------
92BR004 ---------------
92BR028 ---------------
92BR003 --------------P
92BR021 --------------#
92BR024 --------------P
92BR030 --------------P
92BR026 --------------G
92BR019 ---------------

CONSENSUS-C --------------P
92BR025 --------------P
ETH2220 --------------P
92RW026 --------------P
92BR023 --------------P

CONSENSUS-D --------------p
ELI -N--ER--------P
Z2Z6 --------------P
NDK ---------------
94UG114.1 --------------P
92UG001 --------------P
92UG038 --------------P
92UG021 --------------P
92UG024 --------------P

CONSENSUS-D --------------p

92UG046 --------------P
92UG067 --------------P
92UG065 --------------P
92UG070 --------------P
92UG053 --------------P

CONSENSUS-F --------------P
93BR020.1 --------------P

CONSENSUS-G --------------P
AG_92NG083 --------------P
AG_93NG003 --------------P

CONSENSUS-H --------------P
90CR056 --------------P

CONSENSUS-O ---?----------Q
ANT70 ---I----------Q
MVP5180 --------------Q

CONSENSUS-CPZ ---?----------P
CPZGAB ---I----------P
CPZANT --------------P

Pol Epitope 8
Epitope 8 WRQLCKLLRGTKALT

CONSENSUS-B VkqLckLLrgtKALT

CONSENSUS-A ----------?----
92UG037 ---------------
U455 ----------A----
Q23 ----------A----
92UG059 ----------A----
92UG031 ----------A----
92RW008 ----------A----
92RW016 -----R---------
92UG035 ----------A-P--
92TH003 ---------------
92TH021 ----------A----
92TH007 ---------------
92TH009 ----------A----
92TH011 ----------A----
92TH015 ----------A----
92TH018 ----------A----
92TH023 ----------A----
92TH019 ----------A----
92TH005 ---------------
92TH020 ---------------
92TH022 ----------A----
92TH024 ----------A----

CONSENSUS-B ---------------
SF2 ---------------
LAI -R-------------
HXB2R -R-------------
NL43 -R-------------
NY5CG -R--------I----
LW123 -R-------------
MN ---------------
JRCSF ---------------
JRFL ---------------
OYI --N------------
CAM1 ---------------
HAN ----------P----
D31 -R--------A----
RF ---------------
YU2 -R-------------
YU10 -R-------------
BCSG3C ---------------
P896 ---------------
3202A12 -R-------------
3202A21 -RH------------
MANC ----------A----
C18MBC -R-------------
WR27 ---------------
AD8 ---------------
WEAU160 ---------------
92BR017 -R-------------
92BR018 -R----------S--
92BR020 -------I-------
92BR004 ---------------
92BR028 ------------S--
92BR003 -R-------------
92BR021 -R-------------
92BR024 -------I-------
92BR030 -R-------------
92BR026 ---------------
92BR019 -R-------------

CONSENSUS-C -R--------a----
92BR025 -R--------A----
ETH2220 -R--------A----
92RW026 ----------A----
92BR023 -R--------A----

CONSENSUS-D -r-------------
ELI -R-------------
Z2Z6 -R-------------
NDK ---------------
94UG114.1 -R----C---A----
92UG001 -RH--R----A----
92UG038 -S--------A----
92UG021 ------C---A----
92UG024 ------C--------
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CONSENSUS-D -r-------------

92UG046 IR----CI--A----
92UG067 -R----C---A----
92UG065 -R----C---A----
92UG070 -R----CI-------
92UG053 -R----CI-------

CONSENSUS-F ----------A----
93BR020.1 ----------A----

CONSENSUS-G --?--?----A----
AG_92NG083 --H--R----A----
AG_93NG003 ----------A----

CONSENSUS-H ----------A----
90CR056 ----------A----

CONSENSUS-O -?E----I----S--
ANT70 -RE----I----S--
MVP5180 --E----I----S--

CONSENSUS-CPZ ?----?-I--?-?--
CPZGAB I------I----K--
CPZANT T----R-I--V-S--

Pol Epitope 9
Epitope 9 GTKALTEVIPLTEEA

CONSENSUS-B gtKALTEviplTeEA

CONSENSUS-A -?----DIVT-----
92UG037 ------DIVT-----
U455 -A----DIVT-----
Q23 -A----D-VT-----
92UG059 -A----DIVT---
92UG031 -A----DIVA---
92RW008 -A----DIVT---
92RW016 ------D-VT---
92UG035 -A-P--#-VT---
92TH003 ------DIV----
92TH021 -A----DIV----
92TH007 ------DIV----
92TH009 -A----DIV----
92TH011 -A----D-V----
92TH015 -A----DIV----
92TH018 -A----DIV----
92TH023 -A----DIV----
92TH019 -A----DIV----
92TH005 ------DIV----
92TH020 ------DIV----
92TH022 -A----DIV----
92TH024 -A----DIV----

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 --------V------
NY5CG -I------V------
LW123 ---------------
MN ---------------
JRCSF ------------K--
JRFL ---------------
OYI ---------------
CAM1 --------V------
HAN -P----------K--
D31 -A----------K--
RF --------VQ--K--
YU2 ---------------
YU10 ---------------
BCSG3C --------VT-----
P896 --------V------
3202A12 ---------------
3202A21 ---------------
MANC -A----------K--
C18MBC ---------------
WR27 --------V------
AD8 --------V------
WEAU160 -------I--I----
92BR017 --------VS---
92BR018 ---S----V----
92BR020 -------IV----
92BR004 --------V---A
92BR028 ---S----V---A
92BR003 --------V----
92BR021 --------V----
92BR024 -------I-----
92BR030 -------------
92BR026 --------V----
92BR019 --------V---A

CONSENSUS-C -a----DIv------
92BR025 -A----DIV------
ETH2220 -A----DIVT-----
92RW026 -A-----IVS---
92BR023 -A----GIV----

CONSENSUS-D ---------------
ELI ---------------
Z2Z6 ---------------
NDK --------V------
94UG114.1 -A----------A--
92UG001 -A----------K
92UG038 -A------V---K
92UG021 -A------V----
92UG024 -------------

CONSENSUS-D ---------------

92UG046 -A------V----
92UG067 -A------V----
92UG065 -A------VT---
92UG070 --------V----
92UG053 --------V----

CONSENSUS-F -A----DIV---T--
93BR020.1 -A----DIV---T--

CONSENSUS-G -A----DIV---?--
AG_92NG083 -A----DIV---A--
AG_93NG003 -A----DIV------

CONSENSUS-H -A----DI----K--
90CR056 -A----DI----K--

CONSENSUS-O ---S----V--S?--
ANT70 ---S----V--SR--
MVP5180 ---S----V--SK--

CONSENSUS-CPZ -?-?--D?V??-?--
CPZGAB ---K--D-V---P--
CPZANT -V-S--DRVQM-R--
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Pol Epitope 10
Epitope 10 PLTEEAELELAENRE

CONSENSUS-B plTeEAELElaenre

CONSENSUS-A T--------------
92UG037 T--------------
U455 T--------------
Q23 T--------------

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG ---------------
LW123 ---------------
MN ---------------
JRCSF ---K-----------
JRFL ---------------
OYI ---------------
CAM1 ---------------
HAN ---K-----------
D31 ---K-----------
RF Q--K-----------
YU2 ---------------
YU10 ---------------
BCSG3C T--------------
P896 ---------------
3202A12 ---------------
3202A21 ---------------
MANC ---K-----------
C18MBC ---------------
WR27 -----------G---
AD8 ---------------
WEAU160 -I-------------

CONSENSUS-C ---------------
92BR025 ---------------
ETH2220 T--------------

CONSENSUS-D ---------------
ELI ---------------
Z2Z6 ---------------
NDK ---------------
94UG114.1 ---A-----------

CONSENSUS-F ---T-----------
93BR020.1 ---T-----------

CONSENSUS-G ---?---?-------
AG_92NG083 ---A---M-------
AG_93NG003 ---------------

CONSENSUS-H ---K-----------
90CR056 ---K-----------

CONSENSUS-O --S?------E----
ANT70 --SR------E----
MVP5180 --SK------E----

CONSENSUS-CPZ ??-?------?--??
CPZGAB ---P-----------
CPZANT QM-R------E--KQ

Pol Epitope 11
Epitope 11 LAENREILKEPVHGV

CONSENSUS-B laenreilkePVHgv

CONSENSUS-A ---------D----?
92UG037 ---------D----A
U455 ---------D-----
Q23 ---------------

CONSENSUS-B ---------------
SF2 -------------E-
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG ---------------
LW123 ---------------
MN ---------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
CAM1 ---------------
HAN ---------------
D31 ---------------
RF ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ---------------
3202A12 --------------A
3202A21 ---------------
MANC ---------V-----
C18MBC --------R------
WR27 --G------------
AD8 ---------------
WEAU160 ---------------

CONSENSUS-C ---------------
92BR025 ---------------
ETH2220 ---------------

CONSENSUS-D ---------------
ELI ---------------
Z2Z6 ---------------
NDK ---------------
94UG114.1 --------------A

CONSENSUS-F --------------A
93BR020.1 --------------A

CONSENSUS-G ---------------
AG_92NG083 ---------------
AG_93NG003 ---------------

CONSENSUS-H --------R--I---
90CR056 --------R--I---

CONSENSUS-O -E----?--?-----
ANT70 -E----R--Q-----
MVP5180 -E----K--------

CONSENSUS-CPZ -?--??-??????-?
CPZGAB -------VST-----
CPZANT -E--KQ-K-KLQQKI

Pol Epitope 12
Epitope 12 GKTPKFKLPIQKETW

CONSENSUS-B GKtPKfklpIQKETW

CONSENSUS-A --?---?--------
92UG037 ---------------
U455 --I---R--------
Q23 ------R--------

CONSENSUS-B ---------------
SF2 --I------------
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG ---------------
LW123 ---------------
MN ------R--------
JRCSF --I------------
JRFL --I------------
OYI ---------------
CAM1 ---------------
HAN ------R--------
D31 ---------------
RF ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ------R--------
P896 ------N.#------
3202A12 ---------------
3202A21 ---------------
MANC --I------------
C18MBC ------R--------
WR27 -----YI--------
AD8 ---------------
WEAU160 ---------------

CONSENSUS-C ------R--------
92BR025 ------R--------
ETH2220 ------R--------

CONSENSUS-D ------r--------
ELI -R----R--------
Z2Z6 ------R--------
NDK ---------------
94UG114.1 ------R--------

CONSENSUS-F ------R---L----
93BR020.1 ------R---L----

CONSENSUS-G --?-------R----
AG_92NG083 --I-------R----
AG_93NG003 --V-------R----

CONSENSUS-H --I---R--------
90CR056 --I---R--------

CONSENSUS-O --L---?--VTR---
ANT70 --L------VTR---
MVP5180 --L---R--VTR---

CONSENSUS-CPZ -??---?--???-?-
CPZGAB ------R--V---S-
CPZANT -EV---Q---TR---



    

HIV Helper T-cell Epitopes

II-88
DEC 97

Pol Epitope 13
Epitope 13 LEKEPIVGAETFYVD

CONSENSUS-B LEkePIvGaETFYVD

CONSENSUS-A ---D--A--------
92UG037 ---D--A--------
U455 ---D--A--------
Q23 ---D--A--------

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 ------I--------
NY5CG ------I--------
LW123 ---------------
MN ---------------
JRCSF ---------------
JRFL ---------------
OYI ---D-----------
CAM1 ---------------
HAN ---------------
D31 --T------------
RF ------I--------
YU2 ------I--------
YU10 ------I--------
BCSG3C ------E--------
P896 ---------------
3202A12 ---------------
3202A21 ---------------
MANC ---------------
C18MBC ------I--------
WR27 ---------------
AD8 ---------------
WEAU160 ---------------

CONSENSUS-C ------A-?------
92BR025 ------A--------
ETH2220 ------A-V------

CONSENSUS-D ------i--------
ELI ------I--------
Z2Z6 ------I--------
NDK ------I--------
94UG114.1 ---------------

CONSENSUS-F --T------------
93BR020.1 --T------------

CONSENSUS-G --T---P----Y---
AG_92NG083 --T---P----Y---
AG_93NG003 --T---P----Y---

CONSENSUS-H --T---A----Y-I-
90CR056 --T---A----Y-I-

CONSENSUS-O --?---?----?---
ANT70 --S---M----Y---
MVP5180 --T------------

CONSENSUS-CPZ -???--P???-?---
CPZGAB --T---PTTD-Y---
CPZANT -LAD--PE-------

Pol Epitope 14
Epitope 14 SAGIRKVLFLD?

CONSENSUS-B SaGiRkvLFld

CONSENSUS-A -S---------
92UG037 -S---------
U455 -S---------
Q23 -S---------

CONSENSUS-B -----------
SF2 ----------N
LAI -----------
HXB2R -----------
NL43 -----------
NY5CG -----------
LW123 ------I----
MN -----------
JRCSF -----------
JRFL -----------
OYI -----------
CAM1 -----------
HAN -----------
D31 -----------
RF -T---------
YU2 -----------
YU10 -----------
BCSG3C ---V-------
P896 -----------
3202A12 -----------
3202A21 -----------
MANC -----------
C18MBC ------I----
WR27 -S-------W-
AD8 -N---------
WEAU160 -S---------

CONSENSUS-C -S---------
92BR025 -S---------
ETH2220 -S---------

CONSENSUS-D -q---------
ELI -Q---------
Z2Z6 -Q---------
NDK -Q---------
94UG114.1 -N----I----

CONSENSUS-F -----------
93BR020.1 -----------

CONSENSUS-G -S---------
AG_92NG083 -S---------
AG_93NG003 -S---------

CONSENSUS-H -S-V-------
90CR056 -S-V-------

CONSENSUS-O -KD--R----E
ANT70 -KD--R----E
MVP5180 -KD--R----E

CONSENSUS-CPZ -?---?----?
CPZGAB -----------
CPZANT -Q---Q----E

Pol Epitope 15
Epitope 15 LKTAVQMAVFIHNFK?

CONSENSUS-B LKtAVQMAVFIHNFK

CONSENSUS-A ---------------
92UG037 ---------------
U455 ---------------
Q23 ---------------

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG ---------------
LW123 ---------------
MN --R------------
JRCSF ---------------
JRFL ---------------
OYI ---------------
CAM1 ---------------
HAN ---------------
D31 ---------------
RF ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ---------------
3202A12 ---------------
3202A21 ---------------
MANC ---------------
C18MBC ---------------
WR27 ---------------
AD8 ---------------
WEAU160 ---------------

CONSENSUS-C ---------------
92BR025 ---------------
ETH2220 ---------------

CONSENSUS-D ---------------
ELI ---------------
Z2Z6 ---------------
NDK ---------------
94UG114.1 ---------------

CONSENSUS-F ---------------
93BR020.1 ---------------

CONSENSUS-G ---------------
AG_92NG083 ---------------
AG_93NG003 ---------------

CONSENSUS-H ---------------
90CR056 ---------------

CONSENSUS-O -?--------V----
ANT70 -R--------V----
MVP5180 ----------V----

CONSENSUS-CPZ -----?---?-----
CPZGAB ---------------
CPZANT -----V---H-----



    

HIV Helper T-cell Epitopes

II-89
DEC 97

Pol Epitope 16
Epitope 16 AGERIVDIIATDIQT?

CONSENSUS-B AGeRIvdiIAtDiQt

CONSENSUS-A -----I----?-?--
92UG037 -----I----S-L--
U455 -----I---------
Q23 -----I---------

CONSENSUS-B ---------------
SF2 ---------------
LAI ---------------
HXB2R ---------------
NL43 ---------------
NY5CG --------------I
LW123 ---------------
MN ------G--------
JRCSF -----I---------
JRFL ---------------
OYI ---------------
CAM1 -----I---------
HAN ---------------
D31 ---------------
RF ---------------
YU2 ---------------
YU10 ---------------
BCSG3C ---------------
P896 ----------S----
3202A12 ---------------
3202A21 ---------------
MANC --G------------
C18MBC ---------------
WR27 -----I---------
AD8 -------M----L--
WEAU160 -----I---------

CONSENSUS-C -----I----?----
92BR025 -----I---------
ETH2220 -----I----S----

CONSENSUS-D -----I---------
ELI -----I---------
Z2Z6 -----I---------
NDK -----I---------
94UG114.1 -----I---------

CONSENSUS-F ----TI---------
93BR020.1 ----TI---------

CONSENSUS-G -----I----S----
AG_92NG083 -----I----S----
AG_93NG003 -----I----S----

CONSENSUS-H -----I---------
90CR056 -----I---------

CONSENSUS-O ----?I--L-SQ---
ANT70 -----I--L-SQ---
MVP5180 ----LI--L-SQ---

CONSENSUS-CPZ ?-?--?--?------
CPZGAB -----I---------
CPZANT P-Q--L--L------

Pol Epitope 17
Epitope 17 KQITKIQNFRVYY?

CONSENSUS-B KQITkIQNfRVYY

CONSENSUS-A ---?---?---?-
92UG037 -------K---C-
U455 ---S---------
Q23 -H-----------

CONSENSUS-B -------------
SF2 -------------
LAI -------------
HXB2R -------------
NL43 -------------
NY5CG -------------
LW123 -------------
MN -------------
JRCSF -------------
JRFL -------------
OYI -------------
CAM1 -------------
HAN -------------
D31 -------------
RF -------------
YU2 -------------
YU10 -------------
BCSG3C -------------
P896 -------------
3202A12 -------------
3202A21 -------------
MANC -------------
C18MBC -------------
WR27 ----I---S----
AD8 -------------
WEAU160 -------------

CONSENSUS-C ?--?---------
92BR025 ---M---------
ETH2220 N--L---------

CONSENSUS-D ---i---------
ELI ---I---------
Z2Z6 -------------
NDK ---I---------
94UG114.1 ---I---------

CONSENSUS-F ---I---------
93BR020.1 ---I---------

CONSENSUS-G ---I---------
AG_92NG083 ---I---------
AG_93NG003 ---I---------

CONSENSUS-H ---SN--K-----
90CR056 ---SN--K-----

CONSENSUS-O ---L--??-----
ANT70 ---L--HK-----
MVP5180 ---L--N------

CONSENSUS-CPZ ?--L-?-?---?-
CPZGAB ---L-V-K-----
CPZANT N--L---Q---H-

Vpr Epitope 1
Epitope 1 QLLFIHFRIGCRHSR

CONSENSUS-B QLLFihFRIGCrhsr

CONSENSUS-A ----?------Q---
U455 -----------Q---
Q23 ----V------Q---
IBNG ----V------Q---
92UG037 ----V------Q---

CONSENSUS-B ---------------
SF2 -----------Q---
LAI ---------------
HXB2CG ---------------
NL43 ---------------
LW123 ----T----------
LW871 -----------Q---
NY5CG -----------Q---
MNCG ---------------
SC ---------------
JRCSF ---------------
JRFL -----------Q---
NH52 -----------Q---
OYI -----------Q---
CAM1 ---------------
HAN ---------------
D31 -----------Q---
RF -----------Q---
YU2 -----------Q---
YU10 -----------Q-
BCSG3C ----TL---------
P896 ---------------
3202A12 -----------Q---
3202A21 -----------Q---
MANC -------------
WEAU160 ---------------
1883 -----------Q--G
1884 -----------Q---
710-5 ------------#..
890-10 -----------Q---
LIFI1 -----------Q---
1062-1-VPR ---------------
VR-1 ---------------
F12CG ---------------
WR27 ---------------

CONSENSUS-C R---V------Q---
92BR025 R---V------Q---
ETH2220 --M--------Q---

CONSENSUS-D -----------Q---
ELI -----------Q---
Z2Z6 -----------Q---
Z6 -----------Q-
NDK -----------Q---
84ZR085 -----------Q---
94UG114 ---------------

CONSENSUS-E ----V------Q---
AE_CM240 ----V------Q---
AE_90CF402 ----V------Q---
AE_93TH253 ----V------Q---

CONSENSUS-F ---------------
93BR020 ---------------

CONSENSUS-G -----------Q---
AG_92NG003 -----------Q---
AG_92NG083 -----------Q---

CONSENSUS-H -----------Q---
90CR056 -----------Q---

CONSENSUS-O ----T-Y----Q---
ANT70 ----T-Y----Q---
MVP5180 ----T-Y----Q---

CONSENSUS-CPZ ????--????-??--
CPZGAB H-------L--Q---
CPZANT .ITE--..GEE--F


